Marine microorganisms such as bacteria and fungi inhabit virtually any environment in the sea, and they are rich sources of chemically and biologically diverse compounds. 1, 2 In our search for bioactive compounds in marine microorganisms, 3 two new halogenated alkenoates, methyl 2,4-dibromo-5-oxo-2-decenoate (1) and methyl 2,4-dibromo-5-oxo-3-decenoate (2), and the known sesquiterpenediol, cycloneroidol (3), were isolated from the broth of an unidentified fungus, which was separated from the surface of the marine red alga Gracillaria verrucosa collected at Jinha, Ulsan in 2002.
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The fungus was cultured (10 L) in a seawater-based medium. 4 The resulting broth and mycelium were extracted separately to afford crude extracts of 0.7 g and 6.5 g, respectively. The broth extract (EtOAc) was subjected to a combination of column chromatography on silica gel (nhexane/EtOAc) and octadesyl silica (ODS) gel (H2O/MeOH) to furnish the fractions containing compounds 1 and 2 (20 mg), and compound 3 (25 mg). Further purification of each fraction by HPLC (YMC ODS-A, MeOH-H2O = 5 : 1) yielded compounds 1 (5.5 mg), 2 (8.0 mg), and 3 (11 mg), respectively.
Compound 2 5 was isolated as a yellow oil which was thought to have a molecular composition of C11H16 Br2O3 from the high resolution (HR) FABMS and 13 C NMR data. Three degree of unsaturation in HRFABMS implied that 2 contained two carbonyls and one double bond. The quasimolecular ions were observed at m/z 355, 357, and 359 with the ratio 1 : 2 : 1, indicating that compound 2 has two bromine atoms. The IR spectrum of 2 showed absorptions for ester (1743, 1137 cm Table 1) .
The connection of the functional groups in 2, which led to the planar structure, was achieved on the basis of HMQC and HMBC data. Key HMBC correlations from 1-OCH3 to C-1, from H-2 to C-1, C-3, and C-4, from H-3 to C-1 and C-5, from H-6 to C-5, and from H-7 to C-5 were critical in establishing the planar structure of 2.
Two bromines were confirmed to attach to C-2 and C-4 by the HMBC correlations between H-2 and C-1, C-3, and C- 4 C NMR spectra of 1, including the results from DEPT, COSY, HMQC, and HMBC experiments, suggested that the metabolite 1 is the positional isomer of double bond of compound 2.
The location of double bond of the metabolite 1 was determined by the HMBC data, in which diagnostic correlations from H-4 to C-2, C-3, and C-5, and from H-6 to C-5, C-7, and C-8 showed the C2-C3 double bond in 1.
On the basis of all of the foregoing evidence, the structures of compounds 1 and 2 were determined as methyl 2,4-dibromo-5-oxo-2-decenoate and methyl 2,4-dibromo-5-oxo-3-decenoate, respectively.
Cyclonerediol (3), 7 a sesquiterpenediol, was first reported as a metabolite of the fungus Trichothecium reseum. 8, 9 Subsequent isolations were made from Gibberella fujikuroi, 10 Fusarium culmorum, 11 and Trichoderma koningii as the plant growth regulatory active constituent. 12 The biosynthetic pathway has been specifically established with the cell-free extracts of G. fujikuroi 13 for cyclonerodiol.
